Human | miR-378e
Table sorted by cumulative weighted context++ score
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hsa-miR-378b -0.46 -0.46 N/A
hsa-miR-378a -0.16 -0.16 N/A
hsa-miR-378a -0.33 -0.45 N/A
hsa-miR-378a -0.16 -0.16 N/A
hsa-miR-378a -0.04 -0.23 N/A
hsa-miR-378a -0.35 -0.37 N/A
hsa-miR-378a -0.11 -0.49 N/A
hsa-miR-378a -0.31 -0.39 N/A
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Human | miR-708e-3p
Table sorted by cumulative weighted context++ score

VIM | ENST00000224237.5 | vimentin | 31747 S'ltJeTSR'”
sprouty-
related,

SPRED1 | ENST00000299084.4 | VH* 547 | Stesin
domain UTR
containin
gl
epithelial

EMP1 | ENST00000256951.5 | MeMPran|  g14 | Sitesin
e protein UTR

1
SIX .
Sites in

SIX1 ENST00000247182.6 |homeobo| 1264 UTR
x1
ankyrin 3,
node of o

. Sites in
ANK3 ENST00000280772.2 | Ranvier 74 UTR
(ankyrin
G)
fucosyltra
nsferase
2 . .

FUT2 | ENST00000425340.2 10 Sites in
(secretor UTR
status
included)

NACHT
and WD

NWD1 | ENSTO0000524140.2 | "€Pe2 5 Sites in
domain UTR
containin

gl




REPS2

ENST00000357277.3

RALBP1
associate
d Eps
domain
containin

g2

36

Sites in
UTR

AK4

ENST00000545314.1

adenylate
kinase 4

116

Sites in
UTR

FGFR2

ENST00000369061.4

fibroblast
growth
factor
receptor
2

75

Sites in
UTR

MXI1

ENST00000332674.5

MAX
interactor
1,
dimerizati
on
protein

278

Sites in
UTR

RPP25

ENST00000322177.5

ribonucle
ase
P/MRP
25kDa
subunit

546

Sites in
UTR

EIF4E3

ENST00000425534.3

eukaryoti
C

translatio
n

initiation

factor 4E

family

member

3

475

Sites in
UTR

IFIT1

ENST00000371804.3

interferon
induced
protein
with
tetratrico
peptide
repeats 1

72

Sites in
UTR

PURA

ENST00000331327.3

purine-
rich
element
binding
protein A

367

Sites in
UTR




PDP2

ENST00000311765.2

pyruvate
dehyroge
nase
phosphat
ase
catalytic
subunit 2

102

Sites in
UTR




hsa-miR-

045 | -0.46 N/A
708-3p
hsa-miR-
>a-mi 044 | -047 N/A
708-3p
hsa-miR-

-0.40 | -0.40 N/A
708-3p /
hsa-miR-| 50 0.38 N/A
708-3p : :
hsa-miR-

20.02 | -003 N/A
708-3p /
hsa-miR-

2022 | -022 N/A
708-3p /
hsa-miR-
>a-mi 2014 | -0.14 N/A

708-3p




hsa-miR-

0. N/A
708-3p 0 0.03 /
hsa-miR-| o5 0.25 N/A
708-3p ' '

hsa-miR-

2021 | -0.28 N/A
708-3p /
hsa-miR-

2015 | -0.24 N/A
708-3p /
hsamiR-| 1 0.21 N/A
708-3p ' '
hsa-miR-

020 | -04s N/A
708-3p /
hsa-miR-
>a-mi 0 -0.28 N/A
708-3p
hsa-miR-

2012 | -0.20 N/A

708-3p




hsa-miR-
708-3p

-0.11

-0.17

N/A




Human | miR-4508
Table sorted by cumulative weighted context++ score
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